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[Abstract] Objective To predict some microRNAs (miRNA) regulating human osteopontin (OPN) with bioinformatic softwares in
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order to provide a valid theoretical support for further experimental research on the relationship between specific miRNA and human
OPN gene. Methods Integrated bioinformatic database including miRGen Target and miRanda were respectively applied to identify the
number of miRNAs which closely related with human OPN. Results The miRGen Target database showed that 28 miRNAs might be
involved in the degradation of OPN and miRanda database showed that 4 miRNAs might play an important role in the process of the
negative regulation of OPN. The intersection of two database found that miR-539, miR-181, miR-33b and miR-377 were most likely
involved in regulation of human OPN. Conclusion The prediction of miRNA regulating human OPN with bioinformatical methods can
provide a new strategy for the study of the property as well as function of OPN.
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miR-539 3 -1.1977  0.6705
miR-539 72 -0.1481 0.6274
miR-340 38 -09344  0.6274
miR-181a 90 -1.0517 0.6274
miR-181a 409 12720  0.5660
miR-181b 90 -1.0517 0.6274
miR-181b 409 12720  0.5660
miR-181c¢ 90 -1.0543  0.6274
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miR-181d 90 -1.0543  0.6274
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miR-376¢ 197 -0.8314 0.6274
miR-33b 219 -0.1512  0.6274
miR-495 241 04172  0.6274
miR-495 341 02599  0.6274
miR-495 367 -0.1965  0.627 4
miR-433 256 -03733  0.6274
miR-542-3p 327 -03638  0.6274
miR-377 388 -0.5482  0.6274
miR-154 484 -1.0326 05046
miR-34a 493 -0.2538  0.5046
miR-34c-5p 493 02561  0.504 6
miR-449h 491 -0.2583  0.504 6
miR-449a 491 -0.2583  0.5046
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