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Expression of AEBP1 in human glioblastoma tissues and its clinical significance

YANG Ya-ting, LI Hui. Department of Pathology, Three Gorges Hospital Affiliated to Chongqing University, Chongqing 404100,
China

[Abstract] Objective To explore the expression of adipocyte enhancer binding protein 1 (AEBP1) in human glioblastoma (GBM)
and its clinical significance. Methods Bioinformatics analysis methods were used to evaluate the expression of AEBP1 in human GBM
and its prognostic value was analyzed using ONCOMINE, GEPIA and STRING databases. Results The expression level of AEBP1 in
human GBM tissues was significantly higher than that in normal brain tissues. Survival analysis showed that the expression level of
AEBP1 was significantly negatively correlated with the overall survival rate of patients with GBM. KEGG analysis showed that proteins
closely related to AEBP1 were mainly involved in tumor transcription disorders and local adhesion signaling pathways. Conclusions We
applied bioinformatics analysis to show that AEBP1 may be involved in the occurrence and development of GBM. Increased expression
of AEBP1 may be an important indicator for the diagnosis of GBM, and is expected to become a prognostic indicator of GBM. However,
the specific mechanism of AEBP1 in GBM and its value in prognostic evaluation need to be further studied.
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