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Effect of miR—497 on proliferation of malignant meningioma cells
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[Abstract] Objective To investigate the effect of miR—497 on the proliferation of malignant meningioma cells and its mechanism.
Methods The levels of fatty acid synthase (FASN) mRNA and miR-497 were detected by RNA-seq and qRT-PCR in meningioma

tissues obtained from 10 female patients with meningioma including 5 malignant and 5 benign meningiomas. IOMM- Lee cells were
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cultured in vitro and divided into blank group, miR—NC group (transfected with negative control), miR—497-m group (transfected with
miR-497 mimics) and miR-497-1 group (transfected with miR—497 inhibitor). The cell proliferation ability was detected by MTT
method; lactic acid in cell supernatant and cell ATP contents were detected; FASN protein expression were measured using western
blotting. Results The mRNA level of FASN was signifcantly higher and the miR-497 level was signifcantly lower in malignant
meningioma tissues than benign meningioma tissues (P<0.05). Compared with blank and miR-NC groups, the cell proliferation activity,
lactate acid level in the cell supernatant, cell ATP content and FASN protein expression level significantly decreased in miR=497-m
group (P<0.05), while significantly increased in miR—497-i group (P<0.05). Conclusion The expression level of miR—497 in malignant
meningioma tissue is low, which may be by promoting FASN expression and increasing the fatty acid metabolism level in tumor cells to
promote tumor cell proliferation.
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