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Expression of BIRC2 in human glioma tissues and its clinical significance
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[Abstract] Objective To explore the expression of baculoviral IAP repeat containing 2 (BIRC2) in human glioma tissues and its

[FEEBERSES] R739.41; Q786

clinical meaning. Methods The gene expression chip of human glioma obtained from the GEO database was used to analyze the
differentially expressed genes. The TCGA database was used to analyze the relationship between the expression level of selected BIRC2
gene and the prognosis of human glioma patients. GSEA analysis was used predict the mechanism of BIRC2 in human glioma. Results
BIRC2 was selected as an up—regulated gene from geneset GSE66354. TCGA database analysis results showed that the expression of
BIRC2 in glioblastoma tissues is significantly higher than that of normal brain tissues (P<0.05). Prognostic analysis showed that patients
with high—expression BIRC2 glioma had worse prognosis. GSEA analysis showed that the role of BIRC2 mainly occurred in the process
of protein translation initiation. Conclusion The results suggest that BIRC2 may be related to the occurrence and development of human
glioma, and the BIRC2 gene can be used to evaluate the prognosis of human glioma patients.
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