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Bioinformatic analysis of differential expression genes in high-risk neuroblastoma

GUO Wen—cai, LI Rui, LI Long—xiang, WU Yong. Department of Neurosurgery, Bazhong Central Hospital, Sichuan 636000, China

[Abstract] Objective To analyze the differential expression genes (DEG) of high—risk neuroblastoma using biosynthesis analysis
methods. Methods Two high-risk neuroblastoma datasets (GSE49710, GSE73517) were downloaded from GEO database, and DEG was
screened. GO and KEGG analyses were used for enrichment analysis, and a PPI network was constructed to screen central hub genes.
Results GSE49710 included 34 up-regulated DEG and 284 down-regulated DEG, GSE73517 included 62 up-regulated DEG and 309
down-regulated DEG. GO analysis showed that biological processes were mainly involved in cell adhesion, positive regulation of GTPase
activity, negative regulation of transcription, DNA templating, negative regulation of apoptotic processes, development of the central
nervous system, cell components were mainly involved in membranes component, extracellular area, component of plasma membrane and
extracellular space, molecular functions were mainly enriched in calcium ion binding and receptor binding. KEGG analysis showed
significant enrichment in cocaine addiction, hematopoietic cell lineage, NOD- like receptor signaling pathway, glycosaminoglycan
biosynthesis—heparan sulfate/heparin. The PPI network identified five central hub genes, inlcuding ADRB2, MC4R, CD69, RBFOX1
and IL7R. Conclusions ADRB2, MC4R, CD69, RBFOX1 and IL7R may be related to the occurrence and development of high—risk
neuroblastoma, and they may also provide potential therapeutic targets for high—risk neuroblastoma.
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