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Correlation between IncRNA FTX level in glioma tissues and survival prognosis of patients with glioma

HU Rong, ZHAO Wu, ZHANG Ya—sen, LI Yuan—qi. Department of Neurosurgery, Xinxiang No.l People’s Hospital, Xinxiang 453000,
China

[Abstract] Objective To explore the correlation between the expression level of long non—coding RNA (IncRNA) FTX in glioma
tissues and the survival prognosis of patients with glioma. Methods The expression level of IncRNA FTX in glioma tissues obtained from
88 glioma patients who underwent microsurgery from January 2016 to January 2018 and in the tissues adjacent to glioma obtained from
46 glioma patients were detected using PCR, the glioma patients were divided into high expression group (n=57) and low expression
group (n=31) based on the mean level of IncRNA FTX in glioma tissues. The patients were followed up for 3 years and the main
endpoints were progression free survival and overall survival. Results The expression level of IncRNA FTX in glioma tissues was
significantly higher than that in the tissues adjacent to glioma (P<0.05). Multivariate Cox proportional regression risk model analysis
showed that high expression of IncRNA FTX was an independent risk factor for poor survival prognosis of glioma patients (RR=1.589;
95% CI 1.004~2.515; P=0.048). Survival curve analysis showed that progression free survival (15.10 months) and overall survival (20.24
months) in the high expression group were significantly shorter than those (18.96 and 25.53 months, respectively) in the lower expression
group (P<0.05). Conclusions Human gliomas express high level of IncRNA FTX, which is related to poor survival prognosis.
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