—682— AR I AR PP 22 MR AR5 2021 49 H 55 26 B4 91 Chin J Clin Neurosurg, September 2021, Vol. 26, No. 9

e F

miR—126 ik 7K K HIE N )G 37 B4R S5
e Bk A0 e AR e B R R &R

IHH CTEk T %

(HZ] B8 H0 miR-126 KKK KPR 37 AR S 5 I BRI (GBMO RS A I FR . Foik Wik 2016
48 7 #2020 4F 12 A FARVIBR Y GBM 21854 86 {51 A1 7] S i 5 177 P 0 AR DR AR Jbk R Ml 2121 30 451, >R FH PCR A1 MSP 3%
R miR-126 F kK P BHIEBR IS 27 MRS . BEDT 2 202148 3 1, BV ] 2~56 0~ , b i 1] 24.0 1~ H . ARG
SE IS AT MRUB A2 R 52 R RS S it il . 8658 KU S8 B, B KR 67.44% . SRR AL Z U HE , GBM 218 miR-126 %
IRACF I IR (P<0.05) , miR-126 JE RS 3l 1 R R IR THi (P<0.05) o 5ARKE AT, 5 %41 GBM A1 miR-126 %3k
IR B SRR (P<0.05 ) , [l miR—126 JE AR 8l 7 FH BEAL AW THiR; (P<0.05) o AEA7 HMZ T 7R, miR-126 HIBEAL A i (352
RBFR (16,04 ) Al B0 (39.0 1 1 ) BH i 4 Ji (P<0.05) o Z K 2 logistic [ 43H7 i 7R miR-126 5L 5 2l = F Ak 2
GBM AR5 & & iy 7 fa b I &R (P<0.05) . ROC M1 Ze /30T il 7S, miR—126 F3h /K- Fill GBM A J5 5 & (1 T 47T 1 ARy 0.894
(95% CI0.837~0.950; P<0.05) , e (LM A 0.830 , SR AL MIRESFBE 53510 90.0% M1 75.6% . £5 1% GBM A miR-126 K ik/KF-
W3k RIS HIE RS 2h 575 A 5. Rl miR—126 Rk /KP4 GBM AJG & & A7 B4 09 TUm (8

(XA A  miR-126; 5K 87 B RS K R 3R

[XZEHE] 1009-153X(2021)09-0682-05  [Hk#REM] A [(FEBEBERSES] R739.41;Q786
Relationship between miR— 126 expression level and its gene promoter methylation status and postoperative recurrence of
glioblastoma

WANG Yan—xin, YE Fu—yue, WANG Yan. Depariment of Neurosurgery, The First Affiliated Hospital of Hainan Medical College,
Haikou 570102, China

[Abstract] Objective To investigate the relationship between miR—126 expression level and its gene promoter methylation status
and the postoperative recurrence of glioblastoma (GBM). Methods The level of miR- 126 and methylation rate of imR- 126 gene
promoter were detected in GBM tissues obtained from 86 GBM patients who underwent microsurgery from August 2016 to December
2020 and in non—neoplastic cerebral tissues obtained from 30 patients with traumatic brain injury who underwent decompression using
PCR and MSP methods, respectively. The deadline for follow—up was March 2021, and the follow—up ranged from 2 months to 56 months
with a 24.0-month median follow—up. MRI was reexamined regularly after the surgery to determine tumor recurrence and time to tumor
recurrence (TTR). Results Tumor recurrence was occurred in 58 patients (67.44%). Compared with non—neoplastic cerebral tissues, the
level of miR—126 in GBM tissues was significantly decreased (P<0.05) and the methylation rate of miR- 126 gene promoter was
signifcantly increased (P<0.05) in GBM tissues. Compared with the non—relapsed group, the level of miR— 126 in GBM tissues was
significantly decreased (P<0.05) and the methylation rate of miR-126 gene promoter was signifcantly increased (P<0.05) in relapsed
group. Survival curve analysis showed that the median TTR (16.0 months) in the miR—126 methylation group was significantly shorter
than that (39.0 months) in the non—methylation group (P<0.05). Multivariate logistic regression analysis showed the hypermethylation of
miR-126 gene promoter was an independent risk factor for postoperative recurrence of GBM (P<0.05). ROC curve analysis showed that
the area under the curve for miR-126 level to predict postoperative recurrence of GBM was 0.894 (95% CI 0.837~0.950; P<0.05), the
best cut—off value was 0.830, and the sensitivity and ecificity were 90.0% and 75.6%, respectively. Conclusions The expression level of
miR-126 in GBM tissues generally decreases, which is related to abnormal methylation of its gene promoter. Detection of miR—126 has a
good predictive value for postoperative recurrence of GBM.
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