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Expression of m6A demethylase FTO in glioma tissues and its relationship with patients” prognoses

ZHANG Li—na, WANG Kai, FAN Guo—feng, QIN Hu. Department of Neurosurgery, The First Affiliated Hospital of Xinjiang Medical
University, Urumgi 841100, China

[Abstract] Objective To investigate the expression of 6—methyladenine (m6A) demethylase obesity—related protein (FTO) in
glioma tissues and its relationship with patients” survival prognoses. Methods The expression of FTO was detected in glioma tissues
obtained from 84 glioma patients who underwent surgery from January 2015 to August 2017 (24 cases of WHO grade I, 14 cases of
WHO grade I, 46 cases of IV) and in non—tumor brain tissue obtained from 40 patients with traumatic brain injury who underwent
decompression by western blotting and immunohistochemistry, respectively. The glioma patients were followed up until August 2022,
and the overall survival time was calculated. Results Immunohistochemical staining showed that the high expression rates of FTO in
glioma tissue of WHO grade II, I, and IV were 20.83% (5/24), 50.00% (7/14) and 73.91% (34/46), respectively, which were
significantly higher than that [10% (4/40)] in non—tumor brain tissue (P<0.05). In addition, the high expression rate of FTO in WHO
grade IV gliomas was significantly higher than that in grade Il gliomas (P<0.05). Western blotting showed that the expression level of
FTO protein in glioma tissues was significantly higher than that in non—tumor brain tissues (P<0.05). By the end of follow—up, 30 glioma
patients died, including 18 patients with high expression of FTO and 12 with low expression. Multivariate logistic regression analysis
showed that high expression of FTO was an independent risk factor for poor prognosis of glioma patients (OR=3.794; 95% CI 1.164~
5.108; P<0.001). Survival curve analysis showed that the median overall survival time was significantly shorter in the patients with high
FTO expression than the patients with low FTO expression (P<0.001). Conclusions The m6A demethylase FTO is highly expressed in
glioma tissues, which is associated with a poor survival prognosis of glioma patients.

[Key words] Glioma; Demethylase; Fat mass and obesity—associated protein; Prognosis
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