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Value of IncRNA RGMB-AS1 to prognosis assessment of patients with gliomas

CHENG Fei—fei, LIU Jiang, ZHOU Hong—jun. Neurology Disease Center, The Third Affiliated Hospital of Chongqing Medical
University (Gener Hospital), Chongqing 401120, China

[Abstract] Objective To explore the value of long—chain non—coding RNA (IncRNA) RGMB=ASI to the prognosis assessment of
patients with gliomas. Methods The expression levels of IncRNA RGMB- AS1 were deyected in glioma tissues obtained from 140
patients with gliomas (64 of low grade, and 76 of high grade) confirmed by postoperative pathological examinations who were admitted to
our hospital from September 2014 to June 2017 and in normal brain tissues obtained from 25 patients with traumatic brain injury during
internal decompression (control group) by real—time fluorescence quantitative PCR. The median of IncRNA RGMB-AS1 expression level
was used as the cutoff value, and then the patients with gliomas were divided into high expression group and low expression group.
Kaplan—Meier method was used to compare the overall survival (OS) and progression—free survival (PFS) of ptients with gliomas, and Cox
proportional regression risk model was used to analyze the factors affecting the prognosis of glioma patients. Results Of 140 glioma
patients, 70 patients had high expression of IncRNA RGMB-AS1 and 70 low expression. The relative expression level of IncRNA
RGMB- AS1 in glioma tissues was significantly higher than that in the control group (P<0.05). The results of multivariate Cox
proportional regression risk model analysis showed that age=50 years, preoperative KPS score<80 points, WHO grade Il ~IV, and high
expression of IncRNA RGMB-AS1 were independent risk factors for the PFS and OS of glioma patients (P<0.05). Regardless of the
grade of glioma, the PFS and OS were significantly shorter in glioma patients with high expression of IncRNA RGMB~-AST1 than those in
glioma patients with lower expression of IncRNA RGMB-AS1 (P<0.05). Conclusion The expression level of IncRNA RGMB-AST is
positively correlated with the grade of glioma. The survival time of glioma patients with high expression of IncRNA RGMB-ASI is
significantly shortened. These results suggest that IncRNA RGMB—=AS1 could be used as a prognostic indicator for glioma patients.
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