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Quantitative analysis of methylation level of MGMT gene promoter in newly diagnosed glioma
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[Abstract] Objective To explore the change of methylation level of O6—methylguanine— DNA methyltransferase (MGMT) gene
promoter in newly diagnosed glioma. Methods The methylation level of MGMT gene promoter of 225 newly diagnosed glioma patients
who were admitted to our hospital from January 2016 to June 2019 were analyzed retrospectively. Results The mean methylation level of
MGMT gene promoter in newly diagnosed glioma patients was (23.68+14.88)% with a positive rate of 89.33%. The methylation level in
patients over 40 years [(24.89+15.67)%] was significantly higher than that [(19.85 +11.31)%] under 40 years (P<0.05). The methylation
level was significantly higher in patients with oligodendroglioma [(30.41+12.99)%] than patients with astrocytoma [(20.81+13.53)%, P<
0.05], oligoastrocytoma [(23.00+8.21)%, P<0.05], or glioblastoma [(23.39+17.85)%, P<0.05]. There were no significant differences in the
methylation level between different gender and grade of tumour (P>0.05). The methylation level of MGMT was positively related to the
age (r=0.135, P<0.05), but not related to the gender and the grade of glioma (P>0.05). Conclusions The methylation level of MGMT gene
promoter is not related to the gender and the grade of glioma, but positively related to the age. The methylation level of MGMT of
oligodendroglioma is higher than other glioma types.
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