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Expression of BRIP1 in human glioma tissues and its clinical significance based on bioinformatic analysis

WANG Sheng—tao, WANG Xin—zhuang, GAO Ming, HAN Da—yong. Depariment of Neurosurgery, The First Affiliated Hospital of
Harbin Medical University, Harbin 150001, China

[Abstract] Objective To investigate the expression change of BRCA interacting protein C—terminal helicase 1 (BRIP1) in human
glioma tissues and its clinical meanings. Methods The chip datasets of GSE4290, GSE50161 and GSE74195 were downloaded from the
GEO to analyze the expression of BRIP1 in human giloma tissues. The TCGA database was used to search for the date ofBRIP1
expression in clinical samples. Multivariate Cox proportional risk regression model was used to analyze the independent prognostic
indicators of glioma patients. ROC curve was used to analyze the relationship of BRIP1 expression and survival prognosis of glioma
patients. GSEA was used to predict the molecular pathways related to BRIP1 in the glioma tissues. Results The BRIP1 expression level
in glioma tissues was significantly increased compared to the normal sample (P<0.05). Multivariate Cox regression analysis showed that
high expression of BRIP1 was an independent risk factor for poor prognosis of glioma patients (HR=1.056; 95% CI 1.056~1.480; P<
0.001). The survival curve analysis showed that the survival time of BRIP1 high expression group was significantly shortened compared
to the BRIP1 low expression group (P<0.001). ROC curve analysis showed that the area under curve (AUC) of BRIP1 expression level for
predicting 1—year poor prognosis of glioma patients was 0.744, the cut—off value was 0.302, the sensitivity was 0.832, and the specificity
was 0.528; For prdicting 3—year poor prognosis, the AUC was 0.801, the cut—off value was 0.420, the sensitivity was 0.696, and the
specificity was 0.809; For predicting S—year poor prognosis, the AUC was 0.767, the cut—off value was 0.420, the sensitivity was 0.593,
and the specificity was 0.842. Gene enrichment analysis showed that the BRIP1 gene was mainly enriched in signal transduction
pathways such as DNA replication, homologous recombination, mismatch repair and cell cycle. Conclusions BRIP1 is up-regulated in
human glioma tissues, which is associated with the poor prognosis of glioma patients.
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