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Relationship between DCX expression and invasion of pituitary adenoma
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[Abstract] Objective To explore the relationship between expression of doublecortin (DCX) in pituitary adenoma (PA) tissues and

(FEBEHEERSES] R739.41:Q 786

the invasion of PA. Methods The positive expression rate and mRNA level of DCX were detected in PA tissues obtained from 88
patients with PA who underwent microsurgery from January 2017 to January 2020 and in tissues adjacent to the PA obtained from 56 PA
patients by immunohistochemistry and qRT- PCR, respectively. The PA was divided into invasive group and non—invasive group
according to the Knosp classification method. Multivariate logistic regression was used to analyze the risk factors for the invasion of PA.
Receiver operating characteristic (ROC) curve was used to analyze the predictive power of DCX mRNA level on the the invasiveness of
PA. Results The positive expression rate (71.59%, 63/88) and mRNA level (5.65+1.87) of DCX in PA tissues were significantly higher
than those [(17.86%, 10/56) and (0.85+0.28), respectively] in tissues adjacent to PA (P<0.05). The level of DCX mRNA in invasive
group (6.42+0.86) was significantly higher than that (4.98+0.94) in non—invasive group (P<0.05). Multivariate logistic regression analysis
indicated that positive expression of DCX was an independent risk factor for invasion of PA (P<0.05). ROC curve analysis showed that
the area under the curve of DCX mRNA to predict the invasion of PA was 0.775 (95% CI 0.676~0.874; P<0.001), and the best cut—off
value of was 5.640, with a sensitivity of 78.00% and a specificity of 61.70%. Conclusions DCX is highly expressed in PA tissues, and
the detection of DCX expression level has a certain predictive effect on the invasiveness of PA.
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