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Relationship between expression of miR—4516 in human glioblastoma tissues and patients” prognoses
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[Abstract] Objective To investigate the expression level of microRNA-4516 (miR-4516) in human glioblastoma (GBM) tissues
and its relationship with the patients prognoses. Methods The expression levels of miR—4516 were detected in GBM tissues obtained
from 89 GBM patients who underwent microsurgery and in non—tumor cerebral tissues obtained from 35 patients with traumatic brain
injury (control group) who underwent decompression from January 2015 to may 2019, using qRT-PCR. The GBM patients were divide
into high—expression and low—expression groups according the medium expression level of miR-4516. The GBM patients were followed
up for 2 years and the survval status was recorded. Results The expression level of miR-4516 in GBM tissues was significantly higher
than that in the control group (P<0.05). Of 89 GBM patients, 42 patients (47.19%) survived and 47 (52.81%) died at the end of the
follow—up. Multivariate Cox regression analysis showed that high expression of miR—-4516 was an independent risk factor for the poor
survival of GBM patients (P<0.05). Survival curve analysis showed that the 2—year cumulative survival rate (27.45%) of the miR-4516
high expression group was significantly lower than that (73.68%) of the low expression group (P<0.001). Conclusions The expression of
miR—-4516 in GBM tissues is increased, and its high expression is a risk factor for poor prognosis of GBM patients.
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