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Expression of MIR17HG in meningioma and its clinical significance
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[Abstract] Objective To explore the expression and clinical significance of the miR—17-92 gene cluster host gene (MIR17HG) in

(FEEHENSES] R739.41;Q 786

meningiomas. Methods A total of 115 meningioma specimens were collected from November 2018 to March 2022, and 80 non—tumor
brain tissues removed during decompressive craniectomy for craniocerebral injury were selected as the control group. The level of
MIR17HG was detected by real-time fluorescence quantitative PCR. The patients with meningioma were followed up until November 30,
2023, or death, and progression—free survival (PFS) and overall survival (OS) were recorded. Results Compared with the control group,
the level of MIR17HG in meningioma tissues was significantly increased (P<0.05); moreover, the level of MIR17HG in WHO grade Il
and Il meningioma tissues was significantly higher than that in WHO grade [ meningioma (P<0.05). The postoperative follow—up
period was 0.5 to 6.0 years, with a median follow—up time of 3.5 years; 28 cases of tumor recurrence/progression and 14 deaths were
recorded. Multivariate Cox regression analysis revealed that high expression of MIR17HG was an independent risk factor for poor
prognosis in patients with meningioma (OR=1.734; 95% CI 1.304~2.305; P<0.001). Survival curve analysis demonstrated that the PFS
(5.30+0.18 years vs. 3.94+0.31 years) and the OS (5.80+0.09 years vs. 4.75+0.27 years) of meningiomas with low expression of
MIR17HG were significantly prolonged (P<0.05). Conclusion The expression level of MIR17HG in meningiomas is significantly
upregulated, and its high expression indicates a poor prognosis for meningiomas.

[Key words] Meningioma; Host gene of miR—17-92 gene cluster (MIR17HG); Prognosis

R V2 ik A My 3 5 G B8, XH/F 2 0 e 112
W S PEAG AR A R P AR
MIR 1 7THG 71 98 rh i 32 58 i R 2 S

1 BERE5HE

L1 Rl FARAE GIAGRIE ARG A0 B2 A6
E S0 0 088 5 AR5 >18 2 5 B 2R s I IR TR G
B o HERRARME A P SR IR R MR 5 22 &M
G S 5 LA A7 0 A e sl A e 5 A SRR 2

TR 2 P A DAL PR AR, L R A o
EARSEATIA S R B 52 L A e e PR
P — AR PRI A8 A AL, X S4BT
WG YT T7 ik FA T2 R S o miR—-17-92 B [N
i EFEH (miR-17-92 cluster host gene, MIR17HG) ,
R e b 13q31 . AEVF AP 520 A,

doi:10.13798/].issn.1009—-153X.2024.12.006

P LA 714000 BEPUIERE IR O ERBERIZE SR (B 7R R
s HBATGE)
WAEVEH A TR E , Email: shxxing526@163.com

BRAE i 463 3 2 5 Bl 4 32 i R TR B I L |
JTF B D RERER s & I SRR RGE MLIR GBI s A
BB R 2E 5 R



=730— Hh e R 2N

520244512 A5 29855 12 Chin J Clin Neurosurg, December 2024, Vol. 29, No. 12

1.2 ARARR WAE20184FE 11 H £20224:3 A FAR
VIBR A 115 191 i B A A, Forb 5544 73 1), £ 1 42
] s 4F- % 43~80 %, F-14(59.00+9.58) %/ ; WHO 432
L ge7260, 0442650, M1 6, HE8em w1
Yol AR BT 53 £ = e i E1 2 80 451 At BE 4, Hop
B 54, 2ok 26 1415 4% 37~82 %, K- 44 (55.27«
9.32) %,

1.3 MIR17HG & @ % i ] Qiazol il 7] (12 [E Qiagen
23 E]) PR R RNA S Al 30 5 57 &2 (56 5] Ther-
mo Scientific 23 &) ) ¥ $2 BUAY RNA 396 %% 5% il cDNA
SRIG , >R FH S 56 ) 22 & PCR (qRT-PCR) 3 46
MIR17HG Hy3KKF . qRT-PCR i ] H 4% Takara
SYBR Premix Ex Taq(Tli RNaseH Plus ) 7£ Rotor—gene
6000 5 Hf ¢ 5t & PCR R 48 (15[ Qiagen 24 7)) I
i21T. PCRAEIEA::95 CHILAALYE 10 min, B f5 1
1135 P HEE IR (95 CAE 1 40 s, 58.5 CiB 'k 40 s,
72 CIEK- 40 s) . LI GADPH YE N2 IR, i i 27220 i
THE MIR17HG £k K- 519)F 51 : MIR1THG 1F
1 51 ¥ 751 5~ AGCCACGAGGTCTTGATTGG-3", %
6 5 |91 5% 41 9 5~ AGCAATCACCGACTCCACTG-3";
GADPH 1E [7] 5| ¥ F¥ 511 1 5~ GCACCACCAACTGCT-
TA-3", 5181 51 ¥ £ 51 K 5~ AGTAGAGGCAGGGAT-
GAT-3",

1.4 37 B4 By dadr AR5 BEDTI A #2023 4F 11
H 30 B AFET . 0% E & B [ ALK AL A7
(6] o Fe &2 2 /it Je e i DA 2/ —Fh i DL D - Bl
Ui MRS s A 45 2 W &2 % - MRI /R TR IXCI
HE BHLHT 1 1 5o A8 5 28 TR T R BT ARG FEE 5K
oo & Kt & A A I ] (progression— free survival,
PFS) 22 A T A B[] 3810 55 — W e 42 2 30t e 1)
A la] E] B o B AR A= 72T ] (overall survival,, 0S) 5E X
Sk T A st [ 13 A 4 PR BT~ (4 s [ [

1.5 %t 5432 fdi 1 SPSS 26.0 #4447 204 5 115K
FORMT Y K50 5 IE S AR T PR ves R, (4T
K5 5 i A 23 A T TRk L 6 800K | #54T Mann—
Whitney U £ %6 ; {1 22 I 28 Cox B JRUSS: 0] 1455 751
1l Kaplan—Meier [t & PFAli MIR 17HG 55 fiki JBE 98 i A
2R FNFET KU 1) B 5 3210 TAEFRIE (receiver
operating characteristic , ROC) {1 £ PEAl MIR17HG X}
0 R s N S22 & FBE T RURS: 9 F0 414 5 P<0.05
ZSHEA GRS,

2 % R

2.1 Mz % RIEHETT0.5~6.0 4, J i i 7] 3.5

4 Wi R kI 28 49, A RIFE T 14491

2.2 M8 MIR1THG 9 & & 5% REZHAH L, v A
Je8 20 20 MIR1THG 3 35 7K 7 I 2 38 hin (P<0.001 ; [#]
1A) ;100 H, WHO 432% 11 ~ I 25 i s 2 24X MIR 17THG
FIRAKF B T WHO 432 1 i (P=0.035;
El1B),

2.3 MIR17HG % 5 5 Ja B2 98 16 K | 32 45 AR 69 % &
HR 4 MIR17HG 235K P i {E (2.06) 73 A LR I8
20 (<2.06) Fl i 23540 (=2.06) . figi 598 MIR17HG
FIKAKF-5 WHO 730 90A 5 (P<0.05; 3% 1) , i 5 A
I R Jos BRAERAE TCHH 2 & (P>0.05; % 1)

2.4 JEIEE A R A BTG HH B E ZHEK Cox
1S3 BT 2B, MIR1THG #5215 2 il R AR Je &2 2/
P EFBET XU Bl ST fE R 2R (P<0.055762) 0

2.5 % # ¥ & Kaplan— Meier 4 17 il 25 53 #7 2 7R
MIR17HG {8 % 35 i J5988 PFS (5.30+0.18 4F vs. 3.94+
0.31 %) F1 0S(5.80+0.09 4F- vs. 4.75+0.27 4F ) 5 55 4
I B AE K (P<0.05;5512) .

2.6 ROC ¥ & 47 MIR17HG 7K F- T fisi 5908 52 %
A R P8 A DG BB T KU 1Y ROC Hi 48 T T AR 433 Ay
0.843 (95% CI 0.772~0.913) . 0.767 (95% CI 0.664~
0.870) , B W7 18 70 %) 4 2.10, 2.41, F5 5 FF 73 %
81.69% .75.86% , WUBSE 5351 79.55% . 75.00% . UL,
K3,

3 3t it

AHIFFE R IR, i 988 2 2 MIR 17HG 255353 T
= T HLH S 7K 5 g 522 & R i FEE e A DG AE T KL
ST O, XA SR A — o TS TN (E

MIR17HG J& miR17-92 # [ 75 FHEL A, o] fg
Jies e A BEBE AR AL, BEARGE , MIR1THG 768 A
AN e N E L N R e L i A R =TSV
FEIH BUEES, HILPR 2 AR X AE 7 I
UG A B 2, R, MIR17HG 7] G /&
22 PO IR — A A R R R YT RIS o g2
H AR MIR1I7HG R BB BLA G IEE 16 7 0BT

=

B Z=-2.109, P=0.035%
4

Fs

Z=6.227, P<0.001

@
™

MIRITHG# X
MIRITHG# &

-
=

EE e LS T R EET

1 FPEJELA L MIR17HG B3R I%

Figure 1 Expression of MIR17HG in meningiomas tissues
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Table 1 Relationship between MIR17HG expression levels and the clinical and pathological characteristics of meningioma pa-
tients

I AS s HHARAE % (f5]) &Ik (n=57) L (n=58) GEiHiE P1H
60 38 13(22.81% 15(25.86%
A (B) <00 ( ) ( ) x=0.043 0.836
=60 % 77 44(77.19%) 43(74.14%)
42 24(42.11% 18(31.03%
PRI “ ( : (31.03%) ¥=1.520 0218
3 73 33(57.89%) 40(68.97%)
I 72 42(73.68%) 29(50.0%)
WHO 53-4% (]) I 41 15(26.32%) 27(46.55%) X=7.801 0.020
] 2 0(0.0%) 2(3.45%)
RAREE S 56 31(54.39%) 25(43.10%)
TN ™ T 25 11(19.30%) 14(24.14%)
R i . =1.480 0.687
RS () N T 20 9(15.79%) 11(18.97%) X
Fii S 14 6(10.53%) 8(13.79%)
92 43(75.44% 49(84.48%)
R (1) x (75.44%) ( =1.470 0225
H 23 14(24.56%) 9(15.52%)
4 81 40(70.18% 41(70.69%
Jiad Bz (1)) ~em ( L ( ) x'=0.004 0.952
=4 cm 34 17(29.82%) 17(29.31%)
Simoson 404 (B) 1~24% 81 48(84.22%) 33(56.90%) 10299 0.001
HpROn TS 344 34 9(15.79%) 25(43.10%) A= '

2 WiEERE AREMEES £/ BNREHEXET R EEN S E X Cox LhFI EARX KR 5347
Table 2 Multivariate Cox proportional hazards regression model analysis of risk factors for postoperative tumor recurrence/
progression and meningioma—-related death in patients with meningioma

JRURS: L 95% {7 X [1] PlE REELE 95%EAFIXIE] PIH
ENEY Y 2
Bk 0.647 0.346~1.212 0.174 - - -
=60 % 1.003 0.976~1.032 0.808 - - -
WHO 5328 2~3 %% 3.371 1.824~6.232 <0.001 1.781  0.922~3.441  0.086
G HSCTRE A3 B (JRobR 85 55 vs. FiAh) 1.278 0.963~1.696 0.089 - - -
I K i 1.670 0.840~3.320 0.144 - - -
Biivel HA%=4 cm 0.649 0.320~1.318 0.232 - - -
Simpson 7+ 2%=3 6.393 3.359~12.166 <0.001 3.030  1.453~6.317  0.003
MIR17HG (53614 1.992 1.591~2.493 <0.001 1578  1.214~2.050  0.001
I SR A BB T
Tk 0.998 0.497~2.136 0.996 - - -
=60 % 0.988 0.955~1.022 0.482 - - -
WHO 7344 2~3 %% 2.367 1.097~5.107 0.028 1551 0.689~3.492  0.289
ki bsgea o7 B (JRAREE 55 vs. Hofth) 1.134 0.795~1.618 0.488 - - -
Jei S K i 2.596 1.157~5.822 0.021 2015 0.767~5295  0.155
JihJRE B AE=4 em 0.629 0.238~1.664 0.350 - - -
Simpson 7324 3~4 4% 2.407 1.145~5.058 0.020 0962  0.381~2.432  0.935

MIR17HG = 3%i5 1.863 1.432~2.424 <0.001 1.734 1.304~2.305  <0.001
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Figure 2 Kaplan—Meier curve analysis of the relationship between AMIR17HG expression level and the risk of recurrence

and death in meningioma patients
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Figure 3 ROC curves of AMIR17HG expression level in predicting the risk of recurrence and death in meningioma patients

A. Prediction of tumor recurrence/progression; B. Meningioma-related death
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